Purine and pyrimidine derivatives are the constituents of nucleic acids and play important roles in many biological systems (Salas et al., 1995) . 2-Thiopyrimidine shows a strong bacteriostatic activity in vitro on E. coli (Holy et al., 1974) . Some aminopyrimidine derivatives are used as antifolate drugs (Hunt et al., 1980; Baker & Santi, 1965) . The crystal structure of the title compound is presented here.
The title compound, C 7 H 10 N 2 O 2 S, is essentially planar [maximum deviation 0.018 (4) Å ]. In the crystal, molecules are linked into chains by C-HÁ Á ÁN hydrogen bonds and the chains are arranged in layers parallel to the ab plane.
Related literature
For general background to substituted pyrimidines, see: Salas et al. (1995) ; Holy et al. (1974) ; Hunt et al. (1980) ; Baker & Santi, (1965) For bond-length data, see: Allen et al. (1987) . For the stability of the temperature controller used in the data collection, see: Cosier & Glazer (1986 Hydrogen-bond geometry (Å , ).
Symmetry code: (i) x þ 1; y À 1; z.
Data collection: APEX2 (Bruker, 2005) ; cell refinement: SAINT (Bruker, 2005) ; data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008) ; program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009 
Special details
Experimental. The crystal was placed in the cold stream of an Oxford Cyrosystems Cobra open-flow nitrogen cryostat (Cosier & Glazer, 1986 ) operating at 100.0 (1) K. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq S1 0.6163 ( Geometric parameters (Å, °) S1-C1 1.754 (4) C3-C4 1.390 (7) S1-C5 1.799 (5) 
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